2.89

2.54

3.15

2.98

3.00

2.98

2.79

2.75

2.80

3.04

2.53

2.93 2.96

2.93

2.93

2.87

3.01

3.12

2.96 2.93 2.76 3.25

PA

O1A

O2A

O5B

C5B

C4B

O4B

C3B

O3B C2B

O2B

C1BN9A

C8A

N7A C5A

C6A N6A

N1A C2A N3A

C4A

O3

PN O1N

O2N O5D

C5D C4D

O4D

C3D

O3D

C2D

O2D

C1D

N1N C2N

C3N C7N O7N N7N

C4N

C5N C6N

P2B O1X O2X

O3X

Ndp302(A)

N CA

C O

CB OG

Ser15(A)

N CA

C O CB

CG CD NE

CZ NH1 NH2

Arg16(A)

N

CA

C

O

CB

CG

OD1

ND2

Asn82(A)

N CA

C O

CB

CG1

CG2

CD1 Ile179(A)

N

CA

C

O

CB

OG Ser60(A) N CA

C O

CB

OG

Ser40(A)

N

CA

C O

CB Ala38(A)

N CA

C O

CB

CG

CD

CE NZ Lys150(A)

N

CA C

O CB

CG1

CG2 CD1 Ile18(A)

N

CA C

O

CB

CG

CD1

CD2

CE1

CE2

CZ

OH

Tyr146(A)

N

CA C

O

CB

OG1

CG2 Thr181(A)

N CA

C

O CB CG

OD1 ND2 Asn184(A)

N

CA

C O

CB

CG

OD1

OD2 Asp59(A)

N

CA C OGly39(A)_{Ala83(A)}

Tyr37(A)

Ser132(A)

Gly13(A)

Gly17(A)

Gly131(A)

Pro176(A)

Pro178(A)

Ala183(A)

Thr58(A)

Gly84(A)

Ile85(A)

Ile105(A)

Ile130(A)

Gly177(A)

5z2l